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INSTAND

CERTIFICATE OF PARTICIPATION

Survey of 14 April 2023

You have participated in the External Quality Assessment with the following analysis

Molecular Genetics 02 - Factor V-Leiden-Mutation (730):
Factor V-Leiden (R: B5)

(R) analysis is subject to the RiliBAK

Participant:
29506
GeneProof a.s.
GeneProof a.s.
Videnska 101/119
61900 Brno

Qualitatskontrolle

( DAKKS o S

Deutsche
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Diisseldorf, 04 May 2023

Prof. Dr. med. Michael Spannagl Dr. rer. nat. Ralf Florke
(Head of Reference Institution) (Adviser)
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2 INSTAND

Listing and evaluation of the results

29506: GeneProof a.s.
GeneProof a.s.

Survey of 14 April 2023
Adviser: Dr. rer. nat. Ralf Florke
Am Lindenbruch 48 Tel.: +49 160 2131 052
45327 Essen Mail: ralffloerke@t-online.de
Molecular Genetics 02 - Factor V-Leiden-Mutation
Analyte Sam- | Method | Manu- | Device | Your specification(s) Correct specification(s) TV- | Meets
ple facturer Type | criteria
Factor V-Leiden 21 270 heterozygous (2) heterozygous (2) M +
22 homozygous normal (wildtyp) | homozygous normal (wildtyp) M +
) ()
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2 INSTAND

Individual summary of results

29506: GeneProof a.s.

GeneProof a.s.

Factor V-Leiden (N =159, Rate of success: 96,9% )

Survey of 14 April 2023

Molecular Genetics 02 - Factor V-Leiden-Mutation

Sample 21 Sample 22
Collective homozygous normal | - haterozygous | Nomewgousmutated | tota| Collective homozygous normal | - haterozygous | total
(wildtyp) (3) (wildtyp)
B @) B (2)
all methods 4 154 1 159 all methods 157 2 159

The point corresponds to the correct result, the horizontal bar corresponds to your specification, the vertical bar corresponds to your collective
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